Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.045; wR factor = 0.119; data-to-parameter ratio = 16.9.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
In continuation of our studies on pyrazolylpyridazine derivatives (Ather et al., 2009) , the structure of title compound ( Fig.   1 ) is reported here.
The title compound contains pyrazole, pyridazine and benzene rings. The r. m. s. deviation of 0.044 Å shows that the molecule of title compound is essentially planar. There exist S(6) ring motif (Bernstein et al., 1995) due to C-H···N intramolecular H-bonding (Fig. 1) . The molecules are stabilized in the form of infinite polymeric chains due to intermolecular H-bondings (Table 1) extending along the crystallographic b-axis (Fig. 2) . The π-π interactions between the pyrazol and pyridazine ring are present at a distance of 3.6859 (10) Å.
Experimental
3-Chloro-6-(1H-pyrazole-1-yl)pyridazine (1 g, 5.5 mmol) was dissolved in xylene (15 ml). Aniline (0.516 g, 5.5 mmol) was added to the solution and refluxed for 12 h. The reaction was monitored by TLC. After the completion, the reaction mixture was concentrated under vacuum. Distilled water (50 ml) was added to the resulting concentrated mixture, which give rise to precipitate. The filtered precipitate was dried and recrystallized from chloroform to obtain the title compound (I).
Figures Fig. 1 . View of the title compound with the atom numbering scheme. The displacement ellipsoids are drawn at the 50% probability level. H-atoms are shown as small spheres of arbitrary radii. The dotted line indicates the intramolecular hydrogen bond. 
N-Phenyl-6-(1H-pyrazol-1-yl)pyridazin-3-amine
Crystal data 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
